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Introduction 
 
Home > Find Genes > Blast 

 

 
Blast 
 
Blast is a way to find sequence similarity in IMG. 

  

Blast can be selected and viewed alphabetically via the second-level menu under Find Genes, as 

shown in Figure 1. 

 

 
Figure 1: Access Blast. 

 

In IMG 3.3, the Genome filter is applied to Blast, and contributes to its new look-and-feel, as 

shown in Figure 2.  

 

The behavior of Genome Filter in Blast is slightly different from that in Find Genes, Find 

Functions, etc..  Even if there’s genome selection, the Genome Filter in Blast is still defaulted 

to “All IMG Genomes”, and the search is conducted on “All IMG Genomes”.  However, user 

can override the selection via the Genome Filter provided in the page, if user has selected and 

saved genomes. 

 



 
Figure 2: Blast. 

 
 


